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3 <110> APPLICANT: Kohonen-Corish, Maija 

5 <120> TITLE OF INVENTION: Methods of diagnosing colorectal cancer and reagents 
therefor 

7 <130> FILE REFERENCE: RICE-029 
C--> 9 <140> CURRENT APPLICATION NUMBER: US/10/586,97 8 
C--> 9 <141> CURRENT FILING DATE: 2006-07-20 

9 <150> PRIOR APPLICATION NUMBER: AU 2004900340 
10 <151> PRIOR FILING DATE: 2004-01-23 

12 <150> PRIOR APPLICATION NUMBER: US 60/540,662 

13 <151> PRIOR FILING DATE: 2004-01-29 

15 <150> PRIOR APPLICATION NUMBER: PCT/AU2 005/000077 

16 <151> PRIOR FILING DATE: 2005-01-24 
18 <160> NUMBER OF SEQ ID NOS : 46 
20 <170> SOFTWARE: Patentln version 3.3 

22 <210> SEQ ID NO: 1 

23 <211> LENGTH: 4181 

24 <212> TYPE: DNA 

25 <213> ORGANISM: Homo sapiens 
28 <220> FEATURE: 



2 9 <221> NAME /KEY 
30 <222> LOCATION 
32 <400> SEQUENCE 



CDS 

(221) . . (2707) 
1 

33 cctcctgcag caatggctcg tccgtgaaac gcgagccacg gctgctcttt ttaagagtgc 60 

35 ctgcatcctc cgtttgcgct tcgcaactgt cctgggtgaa aatggctgtc tagactaaaa 120 

37 tgtggcagaa gggaccaagc agtggatatt gagcctgtga agtccaactc ttaagctccg 180 

3 9 agacctgggg gactgagagc ccagctctga aaagtgcatc atg aat tec gga gtt 2 35 
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64 His Ser Val lie Ala Glu Leu Asn Lys Lys lie Asp Arg Leu Gin Gly 

65 90 95 100 

67 acc acc ate agg gag gaa gat gag tac tea gaa ctg cga tea gaa etc 571 

68 Thr Thr lie Arg Glu Glu Asp Glu Tyr Ser Glu Leu Arg Ser Glu Leu 

69 105 110 115 

71 age cag age caa cac gag gtc aac gag gac tct cga age atg gac caa 619 

72 Ser Gin Ser Gin His Glu Val Asn Glu Asp Ser Arg Ser Met Asp Gin 

73 120 125 130 

75 gac cag acc tct gtc tct ate ccc gaa aac cag tct acc atg gtt act 667 

76 Asp Gin Thr Ser Val Ser lie Pro Glu Asn Gin Ser Thr Met Val Thr 

77 135 140 145 

79 get gac atg gac aac tgc agt gac ctg aac tea gaa ctg cag agg gtg 715 

80 Ala Asp Met Asp Asn Cys Ser Asp Leu Asn Ser Glu Leu Gin Arg Val 

81 150 155 160 165 

83 ctg aca ggg ctg gag aat gtt gtc tgc ggc agg aag aag age age tgc 763 

84 Leu Thr Gly Leu Glu Asn Val Val Cys Gly Arg Lys Lys Ser Ser Cys 

85 170 175 180 

87 age etc tec gtg gee gag gtg gac agg cac att gag cag etc acc aca 811 

88 Ser Leu Ser Val Ala Glu Val Asp Arg His lie Glu Gin Leu Thr Thr 

89 185 190 195 

91 gec age gag cac tgt gac ctg get att aag aca gtc gag gag att gag 859 

92 Ala Ser Glu His Cys Asp Leu Ala lie Lys Thr Val Glu Glu lie Glu 

93 200 205 210 

95 ggg gtg ctt ggc egg gac ctg tat ccc aac ctg get gaa gag agg tct 907 

96 Gly Val Leu Gly Arg Asp Leu Tyr Pro Asn Leu Ala Glu Glu Arg Ser 

97 215 220 225 

99 egg tgg gag aag gag ctg get ggg ctg agg gaa gag aat gag age ctg 955 

100 Arg Trp Glu Lys Glu Leu Ala Gly Leu Arg Glu Glu Asn Glu Ser Leu 

101 230 235 240 245 

103 act gee atg ctg tgc age aaa gag gaa gaa ctg aac egg act aag gee 1003 

104 Thr Ala Met Leu Cys Ser Lys Glu Glu Glu Leu Asn Arg Thr Lys Ala 

105 250 255 260 

107 acc atg aat gee ate egg gaa gag egg gac egg etc egg agg egg gtc 1051 

108 Thr Met Asn Ala lie Arg Glu Glu Arg Asp Arg Leu Arg Arg Arg Val 

109 265 270 275 

111 aga gag ctt caa act cga eta cag age gtg cag gee aca ggt ccc tec 1099 

112 Arg Glu Leu Gin Thr Arg Leu Gin Ser Val Gin Ala Thr Gly Pro Ser 

113 280 285 290 

115 age cct ggc cgc etc act tec acc aac cgc ccg att aac ccc age act 1147 

116 Ser Pro Gly Arg Leu Thr Ser Thr Asn Arg Pro lie Asn Pro Ser Thr 

117 295 300 " 305 

119 ggg gag ctg age aca age age age age aat gac att ccc ate gee aag 1195 

120 Gly Glu Leu Ser Thr Ser Ser Ser Ser Asn Asp lie Pro lie Ala Lys 

121 310 315 320 325 

123 att get gag agg gtg aag eta tea aag aca agg tec gaa teg tea tea 1243 

124 lie Ala Glu Arg Val Lys Leu Ser Lys Thr Arg Ser Glu Ser Ser Ser 

125 330 335 340 

127 tct gat egg cca gtc ctg ggc tea gaa ate agt age ata ggg gta tec 1291 

128 Ser Asp Arg Pro Val Leu Gly Ser Glu lie Ser Ser lie Gly Val Ser 
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ctaggcagta 


ccaaagtaac 


tgaattattt 


caggaaggtc 


ttcaatctta 


3937 


291 


aaacaaattc 


attattcttt 


ttcagtttta 


cctcttctct 


ctcagttcta 


cactgataca 


3997 


293 


cttgaaggac 


catttactgt 


ttttttctgt 


agcaccagag 


aatccatcca 


aagttcccta 


4057 


295 


tgaaaaatgt 


gttccattgc 


catagctgac 


tacaaattaa 


agttgaggag 


gtttctgcat 


4117 


297 


agagtcttta 


tgtccataag 


ctacgggtag 


gtctattttc 


agagcatgat 


acaaattcca 


4177 


299 


cagg 
































4181 


302 


<210> SEQ ID NO 


: 2 




























303 


<211> LENGTH: 829 




























304 


<212> TYPE: 


PRT 






























305 


<213> ORGANISM: 


Homo sapiens 




















307 


<400> SEQUENCE: 


2 




























309 


Met 


Asn 


Ser 


Gly 


Val 


Ala 


Met 


Lys 


Tyr 


Gly 


Asn 


Asp 


Ser 


Ser 


Ala 


Glu 




310 


1 








5 












10 










15 






313 


Leu 


Ser 


Glu 


Leu 


His 


Ser 


Ala 


Ala 


Leu 


Ala 


Ser 


Leu 


Lys 


Gly 


Asp 


He 




314 








20 












25 










30 








317 


Val 


Glu 


Leu 


Asn 


Lys 


Arg 


Leu 


Gin 


Gin 


Thr 


Glu 


Arg 


Glu 


Arg 


Asp 


Leu 




318 






35 












40 










45 










321 


Leu 


Glu 


Lys 


Lys 


Leu 


Ala 


Lys 


Ala 


Gin 


Cys 


Glu 


Gin 


Ser 


His 


Leu 


Met 




322 




50 












55 










60 












325 


Arg 


Glu 


His 


Glu 


Asp 


Val 


Gin 


Glu 


Arg 


Thr 


Thr 


Leu 


Arg 


Tyr 


Glu 


Glu 




326 


65 










70 










75 










80 




329 


Arg 


He 


Thr 


Glu 


Leu 


His 


Ser 


Val 


He 


Ala 


Glu 


Leu 


Asn 


Lys 


Lys 


He 




330 










85 












90 










95 






333 


Asp 


Arg 


Leu 


Gin 


Gly 


Thr 


Thr 


He 


Arg 


Glu 


Glu 


Asp 


Glu 


Tyr 


Ser 


Glu 




334 








100 












105 










110 








337 


Leu 


Arg 


Ser 


Glu 


Leu 


Ser 


Gin 


Ser 


Gin 


His 


Glu 


Val 


Asn 


Glu 


Asp 


Ser 




338 






115 












120 










125 










341 


Arg 


Ser 


Met 


Asp 


Gin 


Asp 


Gin 


Thr 


Ser 


Val 


Ser 


He 


Pro 


Glu 


Asn 


Gin 




342 




130 












135 










140 












345 


Ser 


Thr 


Met 


Val 


Thr 


Ala 


Asp 


Met 


Asp 


Asn 


Cys 


Ser 


Asp 


Leu 


Asn 


Ser 




346 


145 










150 










155 










160 




349 


Glu 


Leu 


Gin 


Arg 


Val 


Leu 


Thr 


Gly 


Leu 


Glu 


Asn 


Val 


Val 


Cys 


Gly 


Arg 




350 










165 












170 










175 






353 


Lys 


Lys 


Ser 


Ser 


Cys 


Ser 


Leu 


Ser 


Val 


Ala 


Glu 


Val 


Asp 


Arg 


His 


He 




354 








180 












185 










190 








357 


Glu 


Gin 


Leu 


Thr 


Thr 


Ala 


Ser 


Glu 


His 


Cys 


Asp 


Leu 


Ala 


He 


Lys 


Thr 




358 






195 












200 










205 
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